
−3.56

−1.05

1.45

3.96
cholesterol binding

G
S

Z
mBL
intermediate
non−mBL

CETP
APOD
TSPO

NR1H3
APOE

ERLIN1
STARD3

SOAT1
APOA1
APOA1
APOC3
APOA2
APOA2

CAV1
CAV1

ANXA6
ABCG1
PTCH1

OSBPL3
OSBPL10

−2 3.5∆ e



−6

−4

−2

0

2

4

6

cholesterol binding
G

S
Z

on
−
off

# features = 53

1

5



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

cholesterol binding
G

S
Z


